The title compound, C 10 H 15 NO, has two molecules in the asymmetric unit. Each molecule has a near-planar C 8 NO unit excluding H atoms and the terminal methyl groups on the diethylamino groups, with mean deviations from planarity of 0.036 and 0.063 Å . In the crystal, hydrogen bonding leads to four-membered O-HÁ Á ÁO-HÁ Á ÁO-HÁÁ rings. Nointeractions were observed in the structure.
Related literature
For the structure of 3-aminophenol, see: Allen et al. (1997) . For the structure of similar 3-aminophenols, see: Xu et al. Cu K radiation = 0.60 mm À1 T = 120 K 0.25 Â 0.2 Â 0.1 mm
Data collection
Bruker D8 Venture CMOS diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2014) T min = 0.679, T max = 0.753 21122 measured reflections 3398 independent reflections 2633 reflections with I > 2(I) R int = 0.090 2.3. Refinement R[F 2 > 2(F 2 )] = 0.042 wR(F 2 ) = 0.107 S = 1.02 3398 reflections 228 parameters 2 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.19 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (16) 170 (2) Symmetry code: (i) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: APEX2 (Bruker, 2014); cell refinement: SAINT (Bruker, 2014); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL2014 (Sheldrick, 2015); molecular graphics: OLEX2 (Dolomanov et al., 2009); software used to prepare material for publication: OLEX2 and publCIF (Westrip, 2010).
S1. Comment
Herein we report the structure of 3-(diethylamino)phenol as part of a continuing collaboration between UMass Darmouth and Massasoit Community College to examine the solid state structure of aromatic alcohols (McDonald et al., 2015; Mills-Robles et al., 2015; Nguyen et al., 2015) . Hydrogen bonding in the title compound leads to four-membered O1-H1···O1A-H1A···O1-H1·· rings. The molecules with the greatest structural similarity whose solid state structure have rather than phenol only interactions.
The molecular structure of the title compound has two molecules in the asymmetric unit. Each molecule has a near planar C 8 NO unit excluding H atoms and the terminal methyls on the diethylamino groups (C8, C10 and C8A, C10A).
This unit for the molecule containing O1 has a mean deviations from planarity of 0.036 Å and the C 8 NO unit for molecule containing O1A has a mean deviation from planarity of 0.063 Å. No π-π interactions were observed in the structure. The packing for the title compound indicating hydrogen bonding is shown in Figure 2 .
S2. Experimental
Crystals suitable for X-ray diffraction studies were selected from a commercial sample (Aldrich).
S3. Refinement
All non-hydrogen atoms were refined anisotropically (XL) by full matrix least squares on F 2 . Hydrogen atoms H1 and H1A were found from a Fourier difference map, and refined with a fixed distance of 0.86 (0.01) Å and isotropic displacement parameters of 1.50 times U eq of the parent O atoms. The remaining hydrogen atoms were placed in calculated positions and then refined with a riding model with C-H lengths of 0.95 Å (sp 2 ) and 0.98 Å (sp 3 ) with isotropic displacement parameters set to 1.20 (sp 2 ) and 1.50 (sp 3 ) times U eq of the parent C atom. Molecular packing of the title compound with hydrogen bonding shown as dashed lines. 
3-(Diethylamino)phenol
R int = 0.090 θ max = 68.4°, θ min = 5.0°h = −17→17 k = −18→19 l = −11→19
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.53496 (8) 0.52600 (7) 0.61994 (7) 0.0255 (3) (7) 0.0047 (7) 0.0007 (6) C6 0.0301 (10) 0.0202 (8) 0.0246 (8) −0.0022 (7) 0.0063 (7) 0.0005 (7) C7 0.0199 (9) 0.0336 (9) 0.0309 (9) −0.0044 (7) 0.0002 (7) 0.0002 (7) C8 0.0406 (12) 0.0394 (10) 0.0300 (10) −0.0106 (9) −0.0043 (8) −0.0004 (8) C9 0.0240 (9) 0.0203 (8) 0.0381 (10) −0.0041 (7) −0.0009 (7) 0.0027 (7) C10 0.0258 (10) 0.0330 (9) 0.0379 (10) −0.0002 (8) 0.0024 (8) 0.0072 (8) O1A 0.0278 (7) 0.0209 (6) 0.0274 (6) −0.0078 (5) −0.0013 (5) 0.0007 (5) N1A 0.0287 (8) 0.0206 (7) 0.0222 (7 (7) 0.0017 (6) −0.0020 (7) C6A 0.0222 (9) 0.0220 (8) 0.0243 (8) 0.0010 (6) −0.0034 (7) −0.0055 (6) C7A 0.0263 (9) 0.0163 (7) 0.0319 (9) −0.0037 (7) 0.0029 (7) −0.0027 (6) C8A 0.0281 (10) 0.0327 (9) 0.0302 (9) −0.0079 (7) 0.0018 (7) −0.0062 (7) C9A 0.0271 (10) 0.0269 (8) 0.0202 (8) −0.0015 (7) −0.0025 (7) −0.0050 (6) C10A 0.0320 (11) 0.0408 (10) 0.0348 (10) 0.0041 (9) 0.0066 (8 
